Genomics and high throughput sequencing technologies with the zebrafish model
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Monday 10th December
Registration and refreshments
Chra in and transcriptional regulation |

F. Grosveld
J.L. Gomez-Skarmeta

P. Alestrom
Discussion

Lunch in cafeteria

and ing technologies |

M. Clark

J. Collins

R. Kettleborough
Discussion

Refreshments (Posters will be available to view)
S. Mathavan
A. Schier

Discussion

Poster session

and ing technologies Il

T. Hubbard
E. Feingold
Discussion

Dinner in cafeteria

Tuesday 11th December

Sequence variation and comparative genomics
P. Flicek

G. Elgar

H. Roest Crollius

Discussion

Refreshments

B. Lehner
M. Hurles
Discussion

Lunch in cafeteria
Community discussion - Zebrafish Encode

Chromatin and transcriptional regulation Il
A. Sandelin

B. Lenhard

P. Collas

Discussion

Refreshments

J. Wittbrodt

T. Sauka-Spengler
V. van Heyningen
Discussion

Delegates make their way to Trinity Hall

18.45-19.30
19.30-22.30

Talk: B. Cairns
Conference Dinner



